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Drug Target, Metabolizing Inborn Error of
Enzyme, or Transporter Metabolism

ABCC4, ADRAIA,
AKR1C3/AKR1C4,
COMT, CYP2CS,
CYP3AS5, CYP4A11,
FMO3, MGAM,
NR1I3, SRD5A2,
SULT2A1

ACADL, ACADM,
ACADS,
ALDH18A1, ARSA,
CPT2, ETFDH,
GCDH, GGT1, IVD,
MCCC1, PHGDH,
PRODH, PSPH,

SCL6A20

APOE, CBS,
SLC22A4 /
SLC22A5, TYMP

AKR1D1,
DDC, PAH,
5LCO1B1

CPS1,
SLC7AS9,
UGT1A1

ACE, AHR,
CYP2C9, KLKB1)
NAT2, SLC22A1 /
SLC22A2

ABO, ALPL, APOAS, CETP, F12,
FADS, FUT2, GCKR, KNG1, LIPC,
LIPG, MARCHS, NATS, PDXDC1,
RAB3GAP1, SGPP1, SH2B3,
SLC2A9, SLC16A9, SLC6A13,

Metabolic loci in bold represent novel
SLC17A3, SUCLG2, ZNF259

associations identified by Shin et al.,
Nature Genetics (2014) 46:543-550.

Complex Trait/Disease or Drug Response



